jntjie_aaiins (dean copy as amended) 



(aT)w.ohsy„.hes.es.sDNA.wM/sse„U.fonhes.*es.sof.sONA.^ 
'/whichRTco.prisesasec,ue„ceo/u,oac..sidues.^ 

h acd ...dues as Mows/-Xaa,-Xa., whe..„ Xaa, .s a M.p.o.c .s.ue se.eote. 
,o™.e.oupco„sis/ofa.a„i„e,,euci„e,a„dphen,a,an.„. 
.esidue selected f/thegroupco„sist,„gof.euci„e, valine, and isoleuone. 



'2/ 



2 (ThxeeTimesAn.ended)Thebacteria,RTofdain,lwhichcon.ainsaseeond 

.cuenee of antlno acid residues as fCows: Ser.Xaa,-Xaa,-Xaa. wherein Xaa, ,s a 
h,c.ophob>c,esiduese.ec.ed.o».hesronpcons.sangofva,i„e.phenyM^^^^^ 

™ine,ysi„e, and serine, andXaa^saMrophoHcresidueseiecCedfto.^ 
consistingof^ypt^ 



(ThreeTimesAn,ended)ThebacterialRTofc,ain,2whidrcon.ainsafour.h 
.e,uenee of anrino acd residues as follows: Xaa.Val-Thr-Gly, wherern Xaa, is a polar 
f resrdue selected .on, .he group consisting of arginine, glutanric acid, lysine, valtne, and 
glutamine, as shown inSEQIDN^ 



3 




TVS IQI of SEO ID No:32, at positions 

■.■ « i;r< 1 1)1 of SEQ ID No: 34, at positions 168-184 oi 
175-191 of SEQ ID No:33, at posit,ons;^5-191 of bty 

.,„3l59ZfSEQIDNo:36,atpos,tio„sl71-187ofSEQID 
SEO ID No: 35, at positions ISyo 

■ 1.7 XfSEQIDNo:38,andfurtherconiprisingthe61 ammoacid 
No:37,andatpositionsl57-/73otbbi^ii^ 

/ .Af QRO m NOs-32-28, wherein n is a 

residues as shown Uiaok dots in Figure 14 of SEQ NOs. 

hydrophobic^ ^ 



aeternnningthepresenoeorahsenceofnrWinahaoteriuniconrprising.. 

• f intal RNAWtracted from said bacterium with a reverse 
treating a preparation of total RNA Wttac 

f , radiolabelM deoxynucleotide, wherein said RT, when 
transcriptase in the presence of a radiolabelMd yn 

■ * ,„,al RNA of the bVerium, utilizes the DNA portion of the 

msDNA is present m the total RNA \ 

, .DNAasapnmerandtheRNAportionofth^Wasatemplateforradiolabe.^ 

r DNA portion of the msDNA, and wherein said rV comprises a sequence of amino acid 
..iduesasfo.lows:X.-Xaa.-Asp-Asp(SEQIDNoywhereXaa.sal.ineorc.^ 

^ , ...no acid residues as followsLn-Xaa.-Xaa. wherein Xaa, ,s a 

,,.ophobic residue selected from the group coLing of ai.ine, leucine, and 



leucine, valine, and isoleucine 

electrophoresing the treated RNA pWaration, and 

,,e™.inins the presence of nrs^n the hacteriu. h. detecting a hand of 
,,,,,,eaoH..dh.dhernstnd^rthep_o.tn..A.^ 
V. „,etein said hacteriunr ts selected U the .onp of genera conststing of 

^ M^ococcns, Proteus, Klehsiella, Ple.ahaci^^ 

NamiQc; 




hasintLlowingorderstartingfronrtheN-totheC—-. 

,i.noacrdse<iuenceofSer-Xaa,-Xaa.Xaa.(SEQIDNo:51),where.nXaa, 

. . ..drophohL-ue selected fron, the group cons.sting of vahne, phenylalanine 
, leucne, and tsolel, Xaa, is a polar resrdue selected fronr the group cons.st.ng of 
/ \ . ■ ,„HyM is a hydrophobic residue selected from 

'l threonine, asparagine,lVe, and serme, and Xaa, IS a hyd p 

.he group consistmg of trlphan, phenylalanine, and alanine; 

,).an,inoacidse,u\eofAsn.Xaa,-Xa.,whereXaa,.sahydrophoh.cres.due 

3,eeted from the group consist\of alanine, leucine, and pheny.alamne, and Xaa. ts a 
.ydrophohteresiduese.ectedfrom\oupcons.strngofleuc.ne.vaU„e,and.soleuc.ne; 

(3) an amtno acid sequence (SBQ ID No: 50) wherein Xa. .s 

alanine or cysteine; and 



.„r/5(aa isapolarresidueselectedfromthegroupconsisting 
(4) an amino acid sequem«rxaa, is a poiai 

ofarginine^lys^ 



p«io .ve.e _p.se, wHch compnses a YXDP («vos.e-X.aspanic acid- 
acM) and an amino acid sequence Asn-Xaa.Xaa. wherein Xaa, is a 

p,en,aianine, and Xa. is a iiyd^ophoHc residue seieCd .om .e .o.p consisUn^ 
leucine, valine, and isoleucine. 




-ri;;!^;:;^!;— ^ ^-'-^ p-'^^" ~' ^^"^^ 

.ans.ip.ase(RT)ofc>aimlwMci,RThasi„theMowinso.de.s.a«in.f™n,N-.o*e 

C. — an amino acid sequence o. Asn-Xaa.-Xaa. whe. Xaa, is a iiv^opho.c 
.sidueselecedfromihe group consistingofaianincIeucneandpiienyiaianineandXaa, 

, . H,d.ophoi,ic residue seieeted .on. .he group consis.ing of ieuoine, vaiine and 
«a„am.noacidsequenceofSer-Xaa3-Xaa.Xaa.CSBQID:51),w.^^^^ 
...drophoMcresidueseiectedftomthegroup — ofva,ine,phen,a,anine,,eucine 

asparagine, .sine and senne, and Xaa,sa.v.op.o.icres.duese,ecied.om.e group 

.onsisringofrr.ptophan,phen,a.a„ineanda,anine,a„aminoacidsequenceofW^^ 
Mp-Asp(SBQ.O.o:30),wiiereXa..saian.eorc.s.eine,anam.noacidsequenceof 
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% XaarVal-Thr-Gly (SEQ ID No: 52). where Xaa, is 



polar residue selected from the group 



'iJ^ coiisistirigof^rgin^ 

if^Mll^ andViwithout prejudice and without 



Please cancel Claims 3 
disclaimer of the subject matter contained therein. 
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